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Abstract 
In this talk, I will discuss some bioinformatics methods that my laboratory has 
developed to harness big data to address key biomedical questions regarding (1) 
chromatin-based epigenetic regulation across multiple species, (2) the nature of 
gene regulatory networks in embryonic development and congenital genetic 
diseases, (3) cell type identification using large-scale single-cell RNA-seq data, and 
(4) cardiac performance characterisation using wearable devices.  
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innovative approaches to introduce artificial intelligence in primary school classes.  
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