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Dinoflagellate (Symbiodinium) symbiosis is essential to the growth and health of
coral reefs. Despite morphologically homogeneity, the diversity of the
endosymbiotic Symbiodinium and the specificity of coral-Symbiodinium pairing
have increasingly been recognized. With accelerated environmental disturbances
by human activities, coral reefs have undergone devastating degradation at global
scale, among which coral bleaching is directly linked to the breakdown of coral-
Symbiodinium the symbiosis. Although extensive and intensive research has been
conducted to understand the causes, our knowledge of how the health, or the lack
thereof, coral reef is requlated within the symbiosis partners is still imited, largely
due to the lack of in-depth understanding of corals as well as dinoflagellates.
Recent improved accessibility of high throughput DNA sequencing has provided
unprecedented opportunities to address the gap of knowledge, particularly In
obtaining insights into the mechanisms underpinning symbiosis establishment
and susceptibility to environmental stress. In this talk, | will present
a Symbiodinium genome In hope to provide insights into 1) what determines host-
Symbiodinium pairing specificity, 2) how symbiosis function is regulated, 3) and
how the symbiosis has evolved. | will also introduce genetic diversity
of Symbiodinium in the Chinese coral reef systems with the goal to discuss \-
genotype distribution geographically and host species-wise and future direction of
research needed to boost coral reef research and conservation technology.
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